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<210> 1 

<211> 831 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> human sterol regulatory element -binding protein 
isoform 1 (SREBP-1) (adipocyte determination and 
differentiation factor-1 (ADD- 1 ) ) promoter region 
upstream of exon lc 

<400> 1 

catgtgggac ctgcctggca tgtggaaggg gcttggggtg cagctgtgtc cctggcccca 60 
gcactgccac acccctcggt accttgacct cacttttgcg ctctggaggg cagaacctct 120 
gagccagctc tcagggatac cttttttcct cgatggcctt ttctgggaac tgccctcgcc 180 
tgctatctct gagccctgcc tgcccttccc ccaaagccat catagacccc tacctcctat 240 
ccagatggag cctggccatg gaatgcttgg ggtgagaggg acccatagcg ggctccgggc 3 00 
attgttaggg ggctaggtgg tgtctgcaga ggccccacct gtggcagggt ttacatgccg 360 
ccacccctgc cctcctcttg ggtagctggg gtcagaaggg cctgaggcct cactctctct 42 0 
gcatcttagt ttcttcacat ctaaaatgct attcatatgc ctgcctgagg gtggttgggg 480 
cctccgtgca gtaagtggag agaagccttc agccagagga cccccatatg cttaaacatc 54 0 
cagacaccaa gggccactca cagacagcag ccggcttgtg tttcgtcatc ccttttgggt 600 
caggaactgg ggacgctgga ctccagatct ccaggaggcc atcccagact aggcgggaag 660 
gaggcctcag ccctgagctg aaaacctgaa attctagaat aaaccccagg ccccactccc 72 0 
agcatgggca gcggggaggg gtagggccaa cggcctggac gccccaaggg cgggcgcaga 78 0 
tcgcggagcc atggattgca ctttcgaagg tatttttgga ggcctcccca c 831 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse acetyl 
CoA carboxylase cDNA 5 r PCR primer 

<400> 2 

tacctgtggg acagcaacca 2 0 



1 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse acetyl 
CoA carboxylase cDNA 3 ' PCR primer 

<400> 3 

tggtcgacag caagggaa 



<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse fatty 
acid synthase cDNA 5 1 PCR primer 

<400> 4 

cccgatgggg gtttcatc 



<210> 5 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse fatty 
acid synthase cDNA 3 ' PCR primer 

<400> 5 

gatccctctg ggtgtccc 



<210> 6 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse squalene 
synthase cDNA 5 ■ PCR primer 

<400> 6 

cgtgcagtgc ttgaatgaac t 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse squalene 
synthase cDNA 3 ' PCR primer 



<400> 7 

ttggggatcc ggtgataaat 2 0 



<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse HMG CoA 
synthase cDNA 5 ' PCR primer 

<400> 8 

cccagcagag gttttctaca a 21 



<210> 9 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse HMG CoA 
synthase cDNA 3 * PCR primer 

<400> 9 

aattcctcag gggacatgc 19 



<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse SREBP-1 
cDNA 5 • PCR primer 

<400> 10 

tcaacaacca agacagtgac ttccctggcc 30 



<210> 11 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse SREBP-1 
cDNA 3 ' PCR primer 

<400> 11 

gttctcctgc ttgagcttct ggttgctgtg 30 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



3 



0 



<220> 

<223> Description of Artificial Sequence : mouse NTCP cDNA 
5 1 PCR primer 

<400> 12 

agcaagatca aggctcactt ct 



<210> 13 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
3 ' PCR primer 

<400> 13 

atagtgtggc cttttggact tc 



Sequence : mouse NTCP cDNA 



22 



<210> 14 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse MTP cDNA 
5 ' PCR primer 

<400> 14 

ttctctgctt cttctcctcc ta 



<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse MTP cDNA 
3 1 PCR primer 

<400> 15 

ggctcgtttt cataggagta ga 2 2 



<210> 16 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoA-I 
cDNA 5 ' PCR primer 

<400> 16 

ggcagagact atgtgtccca gtttga 26 



4 



<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoA-I 
cDNA 3 1 PCR primer 

<400> 17 

gtcatccagc gcgggtttgg ccttctc 27 



<210> 18 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoA-II 
cDNA 5 1 PCR primer 

<400> 18 

atagtctgcc atcatgaagc tg 



<210> 19 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoA-II 
cDNA 3 ■ PCR primer 

<400> 19 

gagaaaacag gcagaaggta gg 



<210> 20 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoE cDNA 
5 ' PCR primer 

<400> 20 

ccgtgctgtt ggtcacatt 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mouse ApoE cDNA 
3 ' PCR primer 



5 



1 0 



<400> 21 

ttattaagca agggccacca 2 0 



<210> 22 
<211> 201 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : flexible linker 
<220> 

<221> M0D_RES 
<222> (1) . . (97) 

<223> Gly at positions 1-97 may be present or absent 
<220> 

<221> MOD_RES 
<222> (105) . . (201) 

<223> Gly at positions 105-201 may be present or absent 
<400> 22 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
1 5 10 15 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
20 25 30 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
50 55 60 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
65 70 75 80 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
85 90 95 

Gly Gly Gly Gly Pro Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
100 105 110 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
115 120 125 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
130 135 140 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
145 150 155 160 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
165 170 175 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
180 185 190 

Gly Gly Gly Gly Gly Gly Gly Gly Gly 
195 200 



6 



